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Single-crystal X-ray diffraction experiments S2 2 were coated in paratone oil, mounted on a CryoLoop, and placed on a goniometer under a stream of nitrogen.
Crystal structure data sets were collected on a Bruker Kappa APEX II Duo CCD system equipped with an Mo ImuS source and a Cu ImuS micro-focus source equipped with QUAZAR optics ( = 1.54178 Å). The unit cells were determined by using reflections from three different orientations.
Data sets were collected using APEX II software packages. All data sets were processed using the APEX II software suite. 1 The data sets were integrated using SAINT. 2 An empirical absorption correction and other corrections were applied to the data using multi-scan SADABS. 3 Structure solution, refinement, and modelling were accomplished by using the Bruker SHELXTL package. 4 The structure was determined by full-matrix least-squares refinement of F 2 and the selection of the appropriate atoms from the generated difference map. Hydrogen atoms were calculated and U iso (H) values were fixed according to a riding model. 
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